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SEQUENCE LISTING 



(1)\GENERAL INFORMATION: 

Vi) APPLICANT: 

\ (A) NAME: Prof. Dr. Dr. Wolf-Georg Forssmann c/o NIP 

\ (B) STREET: Feodor-Lynen-Str . 31 

\ (C) CITY: Hannover 

\ (D) STATE: Niedersachsen 

\ (E) COUNTRY: Germany 

\ (F) POSTAL CODE: 30625 

(ii) tVtlE of INVENTION: Peptide aus der Sequenz des hPTH (1-37) 

(iii) NUMBER OF SEQUENCES: 36 

(iv) COMPUTER READABLE FORM: 

{A)\ MEDIUM TYPE: Floppy disk 

(B) \cOMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS-DOS 

(D) SOFTWARE: Patentin Release #1.0, Version #1.30 (EPO) 



(2) INFORMATION FOR SEQ ID NO: 1: 

(i) SEQUENCE CmARACTERISTICS : 

(A) LENGTH: 10 amino acids 

(B) TYPE: ymino acid 

(C) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) MOLECULE TYPE\: peptide 
(iii) HYPOTHETICAL: /SSb 
(iv) ANTI-SENSE: ncA V/ 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 

Ser Val Ser Glu lie Gin Vieu Met His Asn 
1 5 \ 10 

(2) INFORMATION FOR SEQ ID NO:\2: 

(i) SEQUENCE CHARACTERISTICS: \ 

(A) LENGTH: 9 amino aci^ds 

( B) TYPE : amino acid \ 

(C) STRANDEDNESS : unknown 

(D) TOPOLOGY: unknown \ 

(ii) MOLECULE TYPE: peptide \ 
( iii ) HYPOTHETICAL : no \ 
(iv) ANTI-SENSE: no \ 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 

Ser Val Ser Glu lie Gin Leu Met His 
1 5 



- 2 



(2) INFORMATION FOR SEQ ID NO: 3: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 
^(B) TYPE: amino acid 

; ) STRANDEDNESS : unknown 
TOPOLOGY: unknown 

(ii) MOLkcULE TYPE: peptide 

(iii) HYPOTOETICAL: no 

(iv) ANTI-I^NSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 



m 
m 



V, 



Ser Val Ser 
1 



^u lie Gin Leu Met 
5 



(2) INFORMATION FOR SEQ ID NO: 4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: w amino acids 

(B) TYPE: airiino acid 

(C) STRANDEDNESS: unknown 

(D) TOPOLOGY :\ unknown 

(ii) MOLECULE TYPE: \peptide 
(iii) HYPOTHETICAL: nc 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: 



SQ ID NO: 



Ser Val Ser Glu lie Gin Aeu 
i 5 

(2) INFORMATION FOR SEQ ID NO: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino aci 

(B) TYPE: amino acid 

( C ) STRANDEDNESS : unknot 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5} 

Ser Val Ser Glu lie Gin 
1 5 

(2) INFORMATION FOR SEQ ID NO: 6: 

(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : unknown 

( D ) TOPOLOGY : unknown 

(ii) \M0LECULE TYPE: peptide 
(iii) HCfPOTHETICAL: no 
(iv) ANVI-SENSE: no 



(xi) SEQUENCEXDESCRIPTION: SEQ ID NO: 



m 



Ser Val 
1 



Glu lie 
5 



(2) INFORMATION \OR SEQ ID NO: 7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE^ amino acid 

( C ) STRANDEDNESS : unknown 

( D ) TOPOLQGY : un known 

(ii) MOLECULE TY^: peptide 
(iii) HYPOTHETICAL :\ no 
(iv) ANTI-SENSE: nc 



(xi) SEQUENCE DESCRIPT] 



SEQ ID NO: 7: 



His Asn Leu Gly Lys Hn.s Leu Asn Ser Met 
1 5 \ 10 

(2) INFORMATION FOR SEQ ID 

(i) SEQUENCE CHARACTERISTICS :\ 

(A) LENGTH: 9 amino\acids 

(B) TYPE: amino acic 

(C) STRANDEDNESS: unJfnown 

( D ) TOPOLOGY : unknov 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:\ 8: 

Asn Leu Gly Lys His Leu Asn Ser 
1 5 

(2) INFORMATION FOR SEQ ID NO: 9: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : unknown 



m 
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(D) TOPOLOGY: unknovm 
(ii) MOLECULE TYPE: peptide 
(iSLi) HYPOTHETICAL: no 
(i\)0 ANTI-SENSE: no 

(xi) SEQU^CE DESCRIPTION: SEQ ID NO: 9: 

Leu Gly Lys His Leu Asn Ser Met 
1 A 5 

(2) INFORMATION FOR SEQ ID NO: 10: 

(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYRE: amino acid 

(C) STr)«^DEDNESS : unknown 

(D) TOPoYoGY: unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAlY no 
(iv) ANTI-SENSE: ncA 

(xi) SEQUENCE DESCRIPTieSfX SEQ ID NO: 10: 

Gly Lys His Leu Asn S&f Met 
1 5 

(2) INFORMATION FOR SEQ ID N^J: 11: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino kcids 

(B) TYPE: amino acid 
{ C ) STRANDEDNESS : unk!^own 
(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 

(iii) HYPOTHETI CTVL: no 

(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: \ll: 

Lys His Leu Asn Ser Met 
1 5 

(2) INFORMATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 



5 - 



m 

-fr:- 



(iii) HYPOTHETICAL: no 
\(iv) ANTI-SENSE: no 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12: 

His Vjeu Asn Ser Met 
1 \ 5 

(2) INFORMATION FOR SEQ ID NO: 13: 

(i) SEQUENCeXcHARACTERISTICS: 

(A) \ LENGTH: 9 amino acids 

(B) \tYPE: amino acid 

(C) STRANDEDNESS: unknown 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSH: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 13: 

His Asn Leu Gly iVs His Leu Asn Ser 
1 5) 

(2) INFORMATION FOR SEOVJ^D NO: 14: 

(i) SEQUENCE CHARACTERIS-MCS : 

(A) LENGTH: 8 akino acids 

(B) TYPE: amino ^cid 

(C) STRANDEDNESs\ unknown 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ I© NO: 14: 

His Asn Leu Gly Lys His Leu ^sn 
1 5 

(2) INFORMATION FOR SEQ ID NO: 15: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
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(iv) ANTI-SENSE: no 

(xi)\sEQUENCE DESCRIPTION: SEQ ID NO: 15 

^as Asn Leu Gly Lys His Leu 
l\ 5 

(2) INFdipEATION FOR SEQ ID NO: 16: 

(i) SEQU^CE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 
\(B) TYPE: amino acid 
^C) STRANDEDNESS: unknown 
(b) TOPOLOGY: unknown 

(ii) MOlV;cuLE TYPE: peptide 

(iii) HYPOTHETICAL: no 

(iv) ANTI-^ENSE: no 



if) 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 16 

His Asn Leu (Sly Lys His 
1 \ ^ 

(2) INFORMATION FOrVsEQ ID NO: 17: 

(i) SEQUENCE CHARACTfc^ STICS : 

(A) LENGTiyj^S amino acids 

(B) TYPE: "Mftino acid 

( C ) STRANDEDNESS : unknown 

(D) TOPOLOGy\ unknown 

(ii) MOLECULE TYPE :\ peptide 
(iii) HYPOTHETICAL: 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: >gEQ ID NO: 17 

His Asn Leu Gly Lys 
1 5 

(2) INFORMATION FOR SEQ ID NO\ 18; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 amino \acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 

Leu Arg Lys Lys Leu Gin Asp Val His Asn Phe 
1 5 10 

( 2 )\ INFORMATION FOR SEQ ID NO: 19: 

(i) Sequence characteristics: 

(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : unknown 

(D) TOPOLOGY: unknown 

(ii)\ MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) AJ^TI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 

Arg Lys Bys Leu Gin Asp Val His Asn Phe Val 
1 \ 5 10 

(2) INFORMATION \fOR SEQ ID NO: 20: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LEMOTH: 12 amino acids 

(B) TYPaV^^amino acid 

(C) STPjANDEDNESS : unknown 

(D) TOPplrfQGY: unknown 

(ii) MOLECULE TYBE: peptide 
(iii) H Y POTHET I CAL :\ no 
(iv) ANTI-SENSE: no\ 



(xi) SEQUENCE DESCRIPTIOn\ SEQ ID NO; 20: 

Lys Lys Leu Gin Asp vkl His Asn Phe Val Ala 
1 5 \ 10 

(2) INFORMATION FOR SEQ ID N^i 21; 

(i) SEQUENCE CHARACTERISTICS; 

(A) LENGTH: 11 aminA acids 

(B) TYPE: amino acid\ 

(C) STRANDEDNESS: unftnown 

(D) TOPOLOGY: unknown) 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:\ 21: 



8 - 



Lys Leu Gin Asp Val His Asn Phe Val Ala Leu 



1 5 
(2^ INFORMATION FOR SEQ ID NO: 22: 

{i)\ SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 
(iii\ HYPOTHETICAL: no 
(iv) VnTI-SENSE: no 
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III 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 22: 

Leu Glm Asp Val His Asn Phe Val Ala Leu 



1 \ 5 

(2) INFORMATldO^ FOR SEQ ID NO: 23: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 

{ C ) STRANDEDNES S : unknown 
(D) TOPOLOGY: unknown 

(ii) MOLECULE T\YPE: peptide 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SENSE: 



10 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 23: 

Gin Asp Val His Asn\phe Val Ala Leu 
1 5 

(2) INFORMATION FOR SEQ ID\nO: 24; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 amiAo acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: i[nknown 

(D) TOPOLOGY: unknc 

(ii) MOLECULE TYPE: peptic 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ IdViO: 24: 

Asp Val His Asn Phe Val Ala L^ju 
1 5 
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(2) INFORMATION FOR SEQ ID NO: 25: 

[i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : unknown 

(D) TOPOLOGY: unknown 

.i) MOLECULE TYPE: peptide 
(ii\) HYPOTHETICAL: no 
(ivAANTI-SENSE: no 



Mi 
^^1 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 25 

Val HisV Asn Phe Val Ala Leu 
1 \ 5 

(2) INFORMATION FOR SEQ ID NO: 26: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TOPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: \Q 



(xi) SEQUENCE DESCRIPTSDN: SEQ ID NO: 26 

His Asn Phe Val Ala\ Leu 
1 5 

(2) INFORMATION FOR SEQ lb NO: 27: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: \unknown 

(D) TOPOLOGY: unknbwn 

(ii) MOLECULE TYPE: pepti\de 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ \d NO: 27 

Asn Phe Val Ala Leu 
1 5 

(2) INFORMATION FOR SEQ ID NO: 28 :^ 

(i) SEQUENCE CHARACTERISTICS: 



10 - 



SI 



^1 



(A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 
Lii) HYPOTHETICAL: no 
Lv) ANTI-SENSE: no 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 28: 

Leu Arg Lys Lys Leu Gin Asp Val His Asn Phe Val Al 
1X5 10 

(2) INFORMaViON for SEQ ID NO: 29: 

(i) SEQUENCeXcHARACTERISTICS: 

(A) \ LENGTH: 12 amino acids 

(B) \ty^Ei amino acid 

(C) STRANDEDNESS: unknown 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHEt\ CAL : no 
(iv) ANTI-SENSK: no 



(xi) SEQUENCE DESCRiPPTION : SEQ ID NO: 29: 

Leu Arg Lys Lys Leu Gin Asp Val His Asn Phe Val 
1 5 \ 10 

(2) INFORMATION FOR SEQ ID NO: 30: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 ^mino acids 

(B) TYPE: amino ^cid 

( C ) STRANDEDNES S :\ unknown 

(D) TOPOLOGY: unkAown 



(ii) MOLECULE TYPE: peptJ 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



ide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 30: 

Leu Arg Lys Lys Leu Gin Asp val His Asn Phe 
1 5 \ 10 

(2) INFORMATION FOR SEQ ID NO: 31: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 
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(D) TOPOLOGY: unknown 
(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



m 



(xi) \SEQUENCE DESCRIPTION: SEQ ID NO: 31: 

*u Arg Lys Lys Leu Gin Asp Val His Asn 



1\ 5 

(2) INFO^RMATION FOR SEQ ID NO: 32: 

(i) SEQUENCE CHARACTERISTICS: 

\{A) LENGTH: 9 amino acids 
VB) TYPE: amino acid 
rC) STRANDEDNESS: unknown 
(a) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 

(iii) HYPOTHETICAL: no 

(iv) ANTI-SSNSE: no 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 32: 
Leu Arg Lys Lylf Leu Gin Asp Val His 

1 As 

(2) INFORMATION FOR SEQ ID NO: 33: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: A amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNBSS: unknown 

(D) TOPOLOGY: Unknown 

(ii) MOLECULE TYPE: peptide 
(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEb ID NO: 33: 

Leu Arg Lys Lys Leu Gin Ai^p Val 
1 5 

(2) INFORMATION FOR SEQ ID NO: ^4: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 amino acj\ds 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknov 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 



4 



(iii) HYPOTHETICAL: no 
(iv) ANTI-SENSE: no 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 

Leu Arg Lys Lys Leu Gin Asp 
1 5 

(2\) INFORMATION FOR SEQ ID NO: 35: 

SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: unknown 

(D) TOPOLOGY: unknown 

(ii) MOLECULE TYPE: peptide 
(iii)\ HYPOTHETICAL: no 
(iv) Wti-SENSE: no 



(xi) SEQl^WfiE DESCRIPTION: SEQ ID NO: 

Leu Arg^ys Lys Leu Gin 
1 \ 5 

(2) INFORMATIo)tf FOR SEQ ID NO: 36: 

(i) SEQUENCE CHARACTERISTICS: 

(A) L^GTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STiWiDEDNESS: unknown 

(D) TOPbLOGY: unknown 

(ii) MOLECULE WpE: peptide 
(iii) HYPOTHETI CAL : no 
(iv) ANTI-SENSE :\ no 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3 

Leu Arg Lys Lys Lei 
1 5 



